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Disease targets

Screen libraries

Identify mimics for 
diagnostic

and vaccine development

Identify 
agonist/antagonist

binders for therapeutic 
use
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12Y2          1 AWVDQTPRTATKETGESLTINCVLRDASFELKD TGWYRTKLGSTNEQSISIGGRYVETVN
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No BindingNo Binding
No 

Binding
None12A9

2.78x10-3 ±
2.12x10-4

9.47x103 ±
1.78x103

570 ± 226

CDR3
Phe100Le

u
Gly102Arg

14I1-M8

6.37x10-4 ±
6.65x10-5

1.27x105 ±
5.23x104

4.7 ± 2.0

CDR3
Pro90Leu
Gly102Arg

14I1-M15

7.43x10-4 ±
1.56x10-4

1.15x105 ±
2.26x104

6.4 ± 1.6
CDR3

Gly102Arg
14I1-Y2

4.12x10-4 ±
1.65x10-4

8.37x104 ±
1.05x104

4.8 ± 2.2

CDR1
Phe29Leu

CDR3
Gly102Arg

14I1

2.57x10-3 ±
1.15x10-4

8.32x104 ±
4.03x103

31 ± 2.2

CDR1
Ala27Thr

CDR3
Phe100Le

u

14M8

2.76x10-3 ±
7.33x10-4

8.80x104 ±
8.74x103

31 ± 6.8
CDR3

Pro90Leu
14M15

1.32x10-2 ±
1.94x10-3

2.38x104 ±
1.22x104

708 ± 357None12Y2
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Constant
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Associati
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Constant
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